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Technology Advantages

« Predicts chronological age with higher accuracy than
existing models

« Elucidates the association between DNA Cornell Reference:

methylation of retroelements and human aging Figure 1. A) Diagram of workflow utilized to construct Retroelement- D-10795
i . . . . Age and Retroelement-Age V2. B-E) The age estimates generated
* Identifies potential biomarkers for anti-aging by the Retroelement-Age and Retroelement-Age V2 clocks,
strategies validated through 10-fold cross-validation on training and test

datasets, exhibited strong correlations with chronological age.
Panels report the sample size (n), the median absolute error (MAE),
and Pearson correlation coefficient (r).
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Figure 2. A) A correlogram of chronological age versus various epigenetic clock age estimates of 12,670 individuals. B) Age acceleration
detected utilizing Retroelement-Age V2 in external data from people living with HIV compared to healthy controls. Age estimates of people
living with HIV before and after 96 weeks of ART. C) Application of Retroelement-Age V2 in tracking human cortical brain organoids culture
age. D) Application of retroelement-based epigenetic clocks to transient reprogramming-induced rejuvenation strategies. E) Epigenetic age
estimates for Control (circle symbol), failed to program (triangle symbol), and transiently reprogrammed (square symbol) fibroblasts.
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